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CURRICULUM VITAE

JAVED KHAN, M.D
Deputy Branch Chief
Senior Investigator
Attending Pediatric Oncologist
Oncogenomics Section, Genetics Branch
National Cancer Institute, National Institutes of Health
Room 2016B, 37 Convent Drive
Bethesda, MD 20892
Phone Office: 301-435-2937. FAX: 301-480-0966
e-mail: khanjav@mail.nih.qgov
URL.: https://ccr.cancer.gov/javed-khan

Education:

1972-1980 Mill Hill School, London, UK.

1981-1984 B.A. with Honors in Pathology, Immunology and Parasitology
Queens’ College, Cambridge University, UK.

1984-1986 M.B.B.Chir., (M.D.)
Queens’ College, Cambridge University, UK.

1989 M.A., Pathology, Immunology and Parasitology
Queens’ College, Cambridge University, UK.

1990 Membership of the Royal College of Physicians, (USA Pediatric Boards
equivalent), UK.

2005 General Pediatric Boards Certification, USA.

2009 Pediatric Hematology Oncology Boards Certification, USA

May 2008 Achieved tenure at NIH

Current Appointment:

Date Place Position

05/14-present Oncogenomics Section, Senior Investigator
Genetics Branch Deputy Branch Chief
National Cancer Institute, NIH, Attending Physician

Bethesda, MD

05/14-present CCR-Genomics Core Director
Genetics Branch
National Cancer Institute, NIH,
Bethesda, MD

05/14-present ClinOmics Program Co-Director
Genetics Branch
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National Cancer Institute, NIH,
Bethesda, MD

Previous Appointments:

05/01-05/14

1996-5/01

07/95-06/98

1994-1995

08/93-05/95

02/91-07/93

07/90-01/91

08/89-07/90

02/88-07/89

08/87-01/88

02/87-07/87

Oncogenomics Section,
Pediatric Oncology Branch
National Cancer Institute, NIH,
Bethesda, MD

Cancer Genetics Branch
NHGRI, NIH, Bethesda, MD

Pediatric Oncology Branch
CCR, National Cancer Institute,
NIH, Bethesda, MD

The Sanger Center,
Welcome Trust Genome Campus,
Hinxton, Cambridge, UK

Pediatric Oncology Department
Cambridge University, UK

Pediatric Oncology Department
Addenbrooke’s Hospital,
Cambridge, UK

The Hospitals for Sick Children
Great Ormond Street, London, UK

Queen's Medical Centre
Nottingham, UK

Birmingham Children’s Hospital
Sorrento Maternity Hospital
Birmingham, UK

Addenbrooke’s Hospital
Cambridge, UK

Peterborough District Hospital
Peterborough , UK
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Senior Investigator
Attending Physician

Visiting Fellow

Fellow, Hematology
Oncology

Visiting Scientist

2

Clinical Lecturer, General Pediatrics

Fellow, Leukemia Research Fund

Resident, Infectious Diseases
Immunology, Dermatology
& Neurosurgery

Resident, General Pediatrics
Neonatology, General Pediatrics,
Oncology & Endocrinology
Resident, Pediatric Cardiology
Neonatology , Nephrology

& General Pediatrics

Intern, Internal Medicine

Intern, General Surgery
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Honors, Awards and Grants:

1991
1994
1995
1998
1998

2001
2001
2002
2004
2005
2005

2005
2005

2006

2006

2006

2007

2007

2007
2007
2008
2008

2008
2008
2008

Entrance Exhibition Award, Queen’s College, Cambridge University, UK
Addenbrooke’s Hospital Endowment Fund Research Grant, Cambridge, UK
Allen & Hanbury Research Travel Award

Merit Award, National Institutes of Health, Bethesda, MD, USA

Outstanding Oral Presentation Award

National Human Genome Research Institute, National Institutes of Health,
Bethesda, MD, USA

Scholar in Training Award, American Association of Cancer Research, USA
National Cancer Institute, Intramural Research Award.

Hope Street Kids, Pediatric Cancer Research Grant

Children’s Cancer Foundation, Pediatric Genome and Expression Database

Hope Street Kids, Pediatric Cancer Research Grant

Office of Rare Diseases of the National Institutes of Health (NIH) to organize an
international meeting of Translational Genomics in Neuroblastoma (TGiN)
conference

National Cancer Institute, Intramural Research Award for TGiIN Conference
National Cancer Institute, Intramural Research Award

Identification of prognostic signatures for high risk neuroblastoma using high
resolution comparative genomic hybridization.

Office of Rare Diseases of the National Institutes of Health (NIH) to organize the
second international meeting of Translational Genomics in Neuroblastoma
(TGIN) conference

National Cancer Institute, Intramural Research Award for second TGiN
Conference

National Cancer Institute, Director’s Intramural Innovation Award

Sensitive and Specific Detection of miRNA using Luminex Beads and Locked
Nucleic Acid.

Therapeutically Applicable Research to Generate Effective Treatments (NBL-
TARGET) Initiative to identify targets for neuroblastoma. A collaboration
between NCI, Children’s Hospital of Philadelphia, Children’s Hospital Los
Angeles and the Children’s Oncology Group

NCI Award for development of NanoBioSensor for the detection of nucleic acid
hybridization using carbon nanotube and silicon nanowire transistors.
Collaboration between University of Maryland and NASA.

CCR Federal Technology Transfer Award.

Children’s Cancer Foundation, Pediatric Genome and Expression Database: Grant
Children’s Cancer Foundation, Pediatric Genome and Expression Database: Grant
Office of Rare Diseases of the National Institutes of Health (NIH) to organize the
second international meeting of Translational Genomics in Neuroblastoma
(TGIN) conference

National Cancer Institute, Intramural Research Award for third TGiN Conference
CCR Federal Technology Transfer Award.

Translational Genomics in Neuroblastoma, an International Collaborative Study:
High Throughput siRNA Screening of Neuroblastoma: Grant
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2009
2010

2010

2010
2011
2012
2012
2012
2014
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CCR Federal Technology Transfer Award.

Next Generation Sequencing of the Rhabdomyosarcoma Genome, CCR, NCI,
Intramural Grant, Principal Investigator (Award amount $5M)

Next Generation Sequencing of the Osteosarcoma Genome, NIH, Intramural
Grant, co- Principal Investigator (Award amount

CCR Federal Technology Transfer Award.

CCR Federal Technology Transfer Award.

QuadW, Fellow in Personalized Therapy for Sarcoma.

QuadW Support for 2" Pediatric Cancer Translational Genomics (PCTG)

St Baldrick’s Support for 2" Pediatric Cancer Translational Genomics (PCTG)
CCR Federal Technology Transfer Award.

Honors, Awards and Grants by Fellows

2004

2004

2008

2009

2010

2010

2010

2013
2013
2013

Patents:

FARE (Fellows Award for Research Excellence), NIH. “Cancer Genome
Investigations using Comparative Genomic Hybridization on cDNA
Microarrays.” awarded to Dr Sven Bilke

FARE (Fellows Award for Research Excellence), NIH. “A combinatorial
unsupervised and supervised approach identifies gene expression profiles
that correlate with prognosis in neuroblastoma.” awarded to Dr Alexei
Krasnoselsky

Best paper. “The MYCN Oncogene is a Direct Target of miR-34a” awarded to
Dr Jun Wei at Advances in Neuroblastoma Research, Japan

FARE (Fellows Award for Research Excellence), NIH. “The identification of
activating mutations in the Fibroblast Growth Factor Receptor 4 promotes
metastasis in rhabdomyosarcoma” awarded to Dr Adam Cheuk

American Association for Cancer Research AACR-Aflac, Incorporated Scholar-
in-Training Award “Next Generation Sequencing of Whole Transcriptome
Analysis of Identifies Multiple Protein Disrupting Mutations in
Neuroblastoma” awarded to Dr Tom Badgett, Washington DC

Best paper. “Identification of Multiple Protein Disrupting Mutations in Stage
4 Neuroblastoma Using Next Generation Sequencing Transcriptome
Analysis” awarded to Dr Tom Badgett at Advances in Neuroblastoma Research,
Stockholm, Sweden

FARE (Fellows Award for Research Excellence), NIH. “Identification of
Multiple Protein Disrupting Mutations in Stage 4 Neuroblastoma Using Next
Generation Sequencing Transcriptome Analysis” awarded to Dr Tom Badgett
Jack Shern, SARC

Baskar, St Baldricks

UMD-NCI
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2002

2002

2004

2006

2008

2010
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Methods for analyzing high dimensional data for classifying, diagnosing,
prognosticating, and/or predicting diseases and other biological states

United States Patent Application

Selections of genes, methods of using the same for diagnosis of select cancers, and
methods of targeting the therapy of select cancers.

United States Patent Application

Selections of genes, methods of using the same for diagnosis and prediction of
prognosis, in neuroblastoma.

United States Patent Application

Apparatus for Microarray Binding Sensors Having Biological Probe materials
Carbon Nanotube Transistors.

United States Patent Application E-056-2007/0-EP-04

Overexpression and mutation of a tyrosine kinase receptor FGFR4 in tumors.
U.S. Provisional Patent Application No. 61/044,875

Synthetic Analogs of RGD And NGR Cyclic Peptides, Methods of Making, and
Methods of Use Thereof

U.S. Provisional Patent Application No. E-130-2010/0-US-01

Cooperative Research and Development Agreement (CRADA)

Title: Development of Polyvalent Liposomal Nanoparticles for Imaging and Targeted Delivery
of Drugs and siRNAs
Collaborating organization: NanoValent Pharmaceuticals, InC. (http://www.nanovalent.com/)

Title: Development of Intervention Insights, Inc.'s OnclnsightsTM Bioinformatics Software
Platform for Molecular Oncology Research and for Use in the Treatment of Cancer
Collaborating organization: Intervention Insight

Teaching Experience:

Dates Title &Program Position

08/93-05/95 General Pediatrics Clinical Lecturer
Medical Students & Nurses
Cambridge University, UK

1994-95 Internal Medicine Clinical Supervisor
Medical Students
Cambridge University, UK

2001- Pediatric Hematology Oncology Lecturer & Attending

Fellowship Training

Current Staff Trainee and Graduate Student
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Name Position Section Duration

Jun Wei Staff Scientist Molecular Biology 05/01-current
Young Song Technician Molecular Biology 02/05-current
Catherine House Technician Molecular Biology 11/08-current
Hongling Liao Contractor Molecular Biology 02/10-current
Laura Hurd Contractor Molecular Biology 08/11-current
Jack Shern Clinical Fellow Molecular Biology 07/11-current
Andrew Brohl Clinical Fellow Molecular Biology 01/12-current
Xinyu Wen Programmer Analyst  Bioinformatics 05/06-current
Jianbin He Programmer Analyst  Bioinformatics 01/09- current

Jianjun Wang
Rajesh Patidar
Li Chen

Shile Zhang

Programmer Analyst
Bioinformatician
Bioinformatician
PhD graduate student,
Boson University,
Graduate partnership
Program
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Bioinformatics
Bioinformatics
Bioinformatics
Bioinformatics

02/11-current
06/1-current

09/11-current
05/10-current

Dominik Bogen PhD graduate student, Biologist 01/11-current
Vienna University,
Austria, Graduate
partnership Program

Trainees: Past

Name Position Duration Current Position

Alicia Faller Pre-IRTA 06/98-07/99  Physician, Maine

Lao Saal Technical-IRTA 04/98-07/00  M.D. Ph.D. student, Assistant

Professor, University of Lund,

Sweden
Columbia University

David Clendenin Pre-IRTA 09/00-11/00  Pediatric Anesthesiologist
Boston, MA

Jun Wei Post Doctoral Fellow  10/99-05/01  Staff Scientist since 2009

Len, Hua Post Doctoral Fellow  06/02-02/04  Optometry Student, The New

Nicola Cenacchi

Roberta Sartini
Chang-gue Son

Alexei Krasnoselsky
Craig Whiteford

Braden Greer
Quangeng Zhang

Post Doctoral Fellow

Post Doctoral Fellow
Post Doctoral Fellow

Post Doctoral Fellow
Biologist

Programmer-SAIC
Post Doctoral Fellow

06/01-08/04

08/01-12/01
04/02-08/04

08/02-08/04
05/01-12/04

31/02-08/05
05/05-12/06
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England College of Optometry
Fellow Imperial College,

London

Post Doctoral Fellow, Italy
Associate Professor, Daejeon
University, Korea

Staff Scientist, Fred Hutchinson
Cancer Center, Seattle

Senior Scientist, BD Diagnostics
Pastor, Gaithersburg, MD
Associate Professor, Capital



Sven Bilke
Steffen Durinck

Christopher Benjamin
Jinesh Gheeya
Wesley Beckstead
Shashi Kumar

Jharna Barman

Susan Yeh

Belhu Metaferia
Xiang Guo

Jonathan Leffman

Qingrong Chen

Peter Johansson

Patricia Tsang

Tom Badgett

Adam Cheuk

Sam Q Li

Administrative, Evaluative and Editorial Positions:

1999-2001
02/2001- 02/2002
02/2001-

2002-

2004-
2004-
2005-2007

2005-06
2006

Post Doctoral Fellow
Post Doctoral Fellow

Pre Doctoral Fellow
IRTA-Pre doctorial
Pre-Doc, PhD Student
Post Doctoral Fellow
Pre Doctoral Fellow
Technician

Research Fellow
Programmer Analyst
Post Doctoral Fellow

Post Doctoral Fellow
and

Technician,
Bioinformatics

Post Doctoral Fellow

Research Fellow

Clinical Fellow

Post Doctoral Fellow

IRTA

07/02-01/07
06/06-06/07

06/07-11/07
10/07-07/09
07/08-08/09
02/10-06/10
03/08- 08/10
03/09-08/10
08/07-08/10
05/08- 09/10
04/09-09/10

01/02-02/11

09/07-02/12

07/06-06/11

07/08-04/12

07/05-

06/12-06/14
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Medical Uni., Beijing, China,
Staff Scientist, NCI, NIH

Post Doc., Lawrence Livermore,
UC Berkley

Physician assistant program

MD PhD program

Medical Leave

Residency program, Lansing, MI.
In India

Nursing School, MD

Research Biologist, NIDDK
Scientist 1, MedImmune
Research Biologist, Army Corps
Engineers

Staff Scientist Equivalent GS14,
CBIIT, NCI

Bioinformatic Specialist,
Queensland Institute of Medical
Research, Brisbane, Australia
Research Fellow, Radiation
Oncology Branch, NCI

Assistant Professor, Department ¢
Pediatrics, Division of
Hematology/Oncology, Kentucky
Children’s Hospital, KY
07/05-current

Medical Student, Case Western

Protocol Review Committee, Pediatric Oncology Branch, NCI, NIH
Institutional Review Board, NHGRI, NIH

Microarray Steering Committee, National Cancer Institute, NIH

The Bioinformatics, Biostatistics, and Computational Biology Steering
Committee

Pediatric Drug Development Group (PedDDG) of Pediatric Preclinical
Testing Program (PPTP)

Research Technology Program Review Committee, National Cancer
Institute.

Associate Editor, Cancer Research

CCR Grand Rounds Planning Committee

Fellows Award for Research Excellence (FARE) Judge, NIH
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2006

2006

2006

2006

06/2007

2007
2007-2010
2005-2007

2007

2007-current

2007-current
2007- 2009
2008-current

2008

2010
2009

2009-current
2010
2010

2010-current
2010-current

2010-current
2011

2011

2012
2012--current
2012--current
2012--current
2012

2014

2014
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AACR Program Committee (Gene Regulation and Transcription Factors
Subcommittee of the Cellular and Molecular Biology Section

Co-Chair Mini-symposium Gene Regulation and Transcription Factors:
Gene and RNA Networks

Quinquennial Review of Institute of Cancer Research, London, UK. Site
Visit Team, Reviewer.

Reviewer and moderator at Advances in Neuroblastoma Research,
Molecular Cell Biology, Plenary Session, LA, USA

2007 ASCO Annual Meeting Faculty, Scientific Discussant Pediatric
Cancers

AACR Program Committee Member

TCGA Data Access Committee

Dissertation Committee for Gabriel S. Eichler, Ph.D. Candidate in
Bioinformatics, Boston University

Strategic Planning Committee to Interrogate the Molecular Genetics of
Cancer for Center for Cancer Research, NCI

The Center of Excellence in Integrative Cancer Biology and Genomics
Steering Committee. Co-Chair of Integrative Systems Biology and
Bioinformatics Subcommittee, NCI

Adjunct Investigator, Center for Cancer Research Nanobiology Program
Advances in Neuroblastoma Research Advisory Board

International Panel Member of Cancer Research UK* Translational
Research in Clinical Trials Committee (TRICC)

Chair of Workshop on Translational Omics in Neuroblastoma, Chiba,
Japan

Expert Panel: St. Baldrick’s Research Priorities Summit. NY, USA
Chair of Power Computing: Genomics and Systems Medicine
Subcommittee, NIH

COG STS Committee

Chair of Bioinformatic Review Panel for Staff Scientists at CCR, NCI
Site visit review panel for the Laboratory of Molecular Technology and
the Sequencing Facility in the Advanced Technology Program, SAIC
Frederick.

SAIC-Frederick Performance Evaluation Board, Frederick, MD, USA.
ATP Technology Development Advisory Committee, Advanced
Technology Program, Frederick, MD, USA.

Scientific Advisors and Grant Reviewers, St Baldricks Foundation
NHGRI Promotion & Tenure Committee

Stadtman Genetics and Genomics Selection Committee

Stadtman Computation Biology Selection Committee

Adolescent Young Adult (AYA) Biology Working Group

HTP Molecular Data working group

CCR Core Facilities Task Force

Reviewer for NCI Innovation Award

Stadtman Selection Committee

Deputy Branch Chief, Genetics Branch
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2014
2014

2014
2014
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JCO Editorial Board

Member and session chair of the AACR Think Tank on the Future of
Pediatric Cancer Research and Care

Stadtman’s Genomics Subcommittee

NHGRI Tenure Track Search Committee

Core Directorship

2104-current

2014-Current

Core director of CCR-Genomics Core. Core functions to bring new
genomics technologies to the CCR, NCI

Joint Co-Director of ClinOmics Core. Core functions to enable CLIA
exome germ line and tumor, RNAseq and other genomic technologies to
enable precision therapy for patients enrolled on CCR clinical protocols

Mentorship; Tenure Track Mentoring Committee

1.

2.

No ok

Dougas Stewart, Investigator, Clinical Genetics Branch, Division of Cancer
Epidemiology and Genetics, NCI

Kevin Brown, Investigator, Laboratory of Translational Genomics, Division of
Cancer Epidemiology and Genetics, NCI

Ludmila Prokunina, Investigator, Laboratory of Translational Genomics, Division
of Cancer Epidemiology and Genetics, NCI

Rosie Kaplan, Investigator, Pediatric Oncology Branch, CCR, NCI

Isaac Brownell, Investigator, Dermatology Branch, CCR, NCI

Ashish Lal, Investigator, Genetics Branch, CCR, NCI

Udayan Guha, Investigator, Cancer Signaling Networks Section, Thoracic and
Gastrointestinal Oncology Branch, CCR, NCI

Book Editor

The Applications of Bioinformatics in Cancer Detection (2004)
Editors: Asad Umar, Izet Kapetanovic, and Javed Khan
Annals of New York Academy Of Sciences

Reviewer for Books & Journals:

Cancer Research, Clinical Cancer Research, Molecular Cancer Therapeutics, Genomics,
Cytometry, Genes Chromosomes and Cancer, Human Molecular Genetics, Cytogenetics
and Cell Genetics, Genome Research, EMBO reports, Oncogene, Medical Pediatric
Oncology, Journal of the National Cancer Institute, Journal of Clinical Oncology, New
England Journal of Medicine

Cancer Cell
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Grant Reviews:

1999
2000
2000

2001
2001
2003
2005
2006
2006
2006
2007
2008
2008
2009
2009
2009

2010
2010
2010
2010
2010

2011-current
2011
2011
2012
2012
2012
2012
2012
2012
2012
2013
2013
2013
2013
2013
2013
2013
2013
2014
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NIH, Seed Grant

New Zealand Medical Research Council

Fonds zur Férdeung der wissenschaftlichen Forschung
Austria

Samantha Dickson Research Trust, UK

Cancer Research Campaign, UK

SSS-Y-92S, NIH Study Section Reviewer

Wellcome Trust

Samantha Dickson Research Trust, UK

Wellcome Trust

ZRG1 GGG-T, NIH Study Section Reviewer

Cancer Research UK

Neuroblastoma Society, United Kingdom

National Research Grant Proposal, Singapore
Fondation Fournier-Majoie pour I’Innovation (FFMI)
Peer Reviewed Medical Research Program (PRMRP)
Recovery Act Limited Competition: NIH Challenge Grants
in Health and Science research.

Alex’s Lemonade Stand

201008 ZRG1 OBT-A (55) R ARRA Grant reviewer
St Baldrick’s Grant Reviewer

GCAT study section.

The Netherlands Organization for Health and Research
Development.

CADP Clinical Assay Development Program

RO1 Reviewer panel

St Baldrick’s Grant Reviewer

The Neuroblastoma Society, UK

CCR’s US-China.

Alex’s Lemonade Stand Reviewer

St Baldrick’s Grant Reviewer

Great Ormond Street Hospital Children's Charity
K99 review for NHGRI

Study Section Genomic Medicine NHGRI

Alex’s Lemonade Stand

Children with Cancer UK

ZHG1 HGR-M (J4)_2013_Genomic Medicine

NCI Innovation Award

Cure Search

St. Baldricks

CCRI, Vienna, Austria, Next Generation Sequencing
CARISA, Cancer Research Initiative, South Africa
AACR-Aflac, Inc. Career Development Award for
Pediatric Cancer Research
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2014 Cancer Research UK

2014 SNPRC Pilot Research Program
2014 St. Baldricks

2014 Alex’s Lemonade Stand

2014 MD Anderson, Moon Shots

Investigator on Protocols of the Intramural Program, NIH:

1999 Protocol 99-C-0125: Associate Investigator
“Osteosarcoma: Outcome of therapy based on histological response. A
collaborative effort of the POB/NCI, Texas Children’s Hospital and University of

Oklahoma”.

2000 Associate Investigator “A Phase | Trial and Pharmacokinetic Study of R115777 in
Pediatric Patients with Refractory Leukemias”

2007 Associate Investigator “A pilot study of tumor vaccination in patients with
neuroblastoma and pediatric sarcomas and altered t cell homeostasis”

2009 NCI protocol. Comprehensive Omics Analysis of Pediatric Solid Tumors and
Establishment of a Repository for Related Biological Studies. Principal Investigator.

2009 NCI protocol. A Feasibility Trial Using of Molecular Profiling to Guide Treatment for
Pediatric Malignancies. NCI Principal Investigator

2009 AOST10B3 Genomic Study of Metastatic Osteosarcoma Using Next-Generation

Sequencing Technology. COG Study Chair

PROFESSIONAL ACTIVITIES

Society Membership

Member of the Royal College of Physicians, UK (Equivalent to Boards for Pediatrics)
Member of American Association of Cancer Research

Organization of Conference

2005 International Conference on Translational Genomics in Neuroblastoma (TGIN).

2007 International Conference on Translational Genomics in Neuroblastoma-2 (TGINZ2) and
Therapeutically Applicable Research to Generate Effective Treatments (TARGET)
Initiative.

2009 International Conference on Translational Genomics in Neuroblastoma-3 (TGIN3)

2010 1st Childhood Bone Sarcoma Genomics Consortium Meeting, DC, USA

2010 2nd Childhood Bone Sarcoma Genomics Consortium Meeting, Paris, France

2012 Pediatric Cancer Translational Genomics (PCTG), Phoenix, AZ

2012 NCI Second Center of Excellence in Integrative Cancer Biology and Genomics
(CEICBG) Symposium, Bethesda, MD

2115 Targeting Rhabdomyosarcoma
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COLLABORATIONS

1. Carol J. Thiele Ph.D.
Head, Cell & Molecular Biology Section. Pediatric Oncology Branch, CCR, NCI

e Investigation of epigenetic dysregulation in neuroblastoma

2. Udayan Guha, M.D., Ph.D. Cancer Signaling Networks Section, Thoracic and
Gastrointestinal Oncology Branch, CCR, NCI, Bethesda, MD
e Phospho proteomic mass spectroscopy to identify novel targets for therapy for
pediatric cancer
3. Stephen Chanock M.D.
Head, Genomic Variation Section, Pediatric Oncology Branch, Advanced Technology Center,
CCR, NCI
e SNP analysis of pediatric cancers
e Comparison of sequencing technologies
4. Chand Khanna, DVM, Ph.D.
Senior Scientist, Pediatric Oncology Branch, CCR, NCI
e Evaluation of metastatic potential of mutated oncogenes
5. Stephen Hewitt, M.D., Ph.D.,
Head Tissue Array Research Program (TARP). Advanced Technology Center, Laboratory of
Pathology, CCR, NCI
e Investigation of pathway disruption by novel somatic mutations
e Identification of cell surface antigens as immunotargets in pediatric cancers
6. Malcolm Smith, M.D., Ph.D., CTEP, NCI & Peter Houghton, PhD.
St Jude's Children's Research Hospital
e Pediatric Pre-Clinical Testing Program (PPTP)
7. William A. Weiss MD-PhD
Associate Professor, Department of Neurology, UCSF, California
e Molecular characterization of neuroblastoma tumors from the MYCN transgenic
model
8. Daniel Catchpoole, Ph.D.
Tumour Bank, The Children's Hospital at Westmead, Westmead, Australia
e Genomic analysis of the small round blue cell tumors of childhood
e Next generation sequencing of pediatric malignancies
9. Jason Shohet, MD, PhD
Assistant Professor, Texas Children’s Cancer Center, Baylor College of Medicine
Houston, Texas
e The effect of MYCN on microRNA and mRNA expression profiles
10. National Center for Advancing Translational Sciences (NCATS)
e Identification of synergizers to cytotoxic chemotherapy and tyrosine kinase inhibitors in
neuroblastoma and rhabdomyosarcoma
11. Children’s Oncology Group (COG) Soft Tissue Sarcoma Committee
e Next generation sequencing of rhabdomyosarcoma
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Invitations to Lecture

1991 “Widespread Gas Gangrene in a Child with T-Cell Acute Lymphoblastic
Leukaemia”
Medical Grand Round, Addenbrooke’s Hospital, Cambridge, UK

1992 “Emergencies in Paediatric Oncology”
Regional Study day in Oncology, Shared Care Hospitals East Anglia, UK.

1992 “Accuracy of The Detection of Immunity to Chicken Pox and Measles in
Childhood Malignancies”
United Kingdom Childhood Cancer Study Group, Newcastle, UK

1993 “Prophylactic Antibiotics in Profound Neutropaenia”
United Kingdom Childhood Cancer Study, Cardiff, UK

1995 “Comparative Genomic Hybridization a New Tool for the Molecular
Biologist”

Scientific Plenary Session, British Paediatric Association Annual Meeting
University of York, UK

1998 “Elucidation of Gene Expression Profiles in Cells Containing the Tumor
Specific Chromosome Translocation t(2;13)(g35:914) using cDNA
Microarrays”

AACR 89% Annual Meeting, New Orleans, Louisiana, USA

1998 “Gene Expression Profiling of Alveolar Rhabdomyosarcoma with cDNA
Microarrays”
National Human Research Institutes, Annual Scientific Retreat, Airlie, Virginia,
USA

1988 “Elucidation of Gene Expression Profiles in Cells Containing the Tumor
Specific Chromosome Translocation t(2[;13)(g35:q14) Using cDNA
Microarrays”

DNA Microarrays. Current Technology and Future Application Workshop
Food and Drug Administration, Bethesda, MD, USA

1998 “Elucidation of Gene Expression Profiles in Human Disease using cDNA
Microarrays”
CRC Human Cancer Genetics Group, Cambridge University, UK

1999 “Elucidation of Gene Expression Profiles in Cells Containing the Tumor
Specific Chromosome Translocation t(2;13)(g35:914) Using cDNA
Microarrays”

AACR 90% Annual Meeting Philadelphia, PA, USA.
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03/1999

04/1999

04/1999

10/1999

12/1999

2/2000

05/2000

05/2000

06/2000

07/2000

10/2000
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“cDNA microarray analysis of human cancer”
The Academy of Finland, Helsinki, Finland.

“Functional Genomics and DNA Chip Technology; cDNA Microarray
Analysis of Human Cancer”
Korean Society of Medical Biochemistry and Molecular Biology, Seoul, Korea.

“cDNA microarray analysis of cancer”
Hematopoesis & Immunology Society, Johns Hopkins University School of
Medicine, Baltimore. MD, USA.

“cDNA microarrays detect activation of a myogenic transcription program
by the Pax3-Fkhr fusion oncogene”

Minisymposia into the Natural History of Human Disease by Microarray
Analysis. NIH Research Festival on Gene Therapy and Imaging, NIH, Bethesda,
MD, USA.

“cDNA Microarray Analysis of Human Cancer”
Howard University Cancer Center, Washington DC, USA.

“DNA Microarray Technology: The Anticipated Impact on the Study of
Human Disease”
21st Lorne Genome Conference, Lorne, Victoria, Australia.

“CDNA Micro Array Analysis of NYMC Over-Expressing NB Cells and
Retinoic Acid Treated NB Cells with Decreased NMYC Reveals Novel
Putative NYMC Regulated Genes”

Advances in Neuroblastoma Research 2000, Philadelphia, PA, USA

“Analysis of Gene Expression”
Eli Lilly workshop on Recombinant DNA technology. Emerging paradigms in
biotechnology. Indianapolis, IN, USA.

“Molecular Classification of Human Cancer using cDNA Microarrays”
7th Workshop and Conference on Human Leucocyte Differentiation
Antigens, Harrogate, UK.

“Molecular Classification of Human Cancer using cDNA Microarrays”
Gene Expression and Genomics Interest Group, NIA, NIH, Baltimore, USA.

“Molecular Classification and Gene Expression Profiling of Paediatric
Malignancies Using cDNA microarrays”

32" Meeting International Society of Paediatric Oncology, Amsterdam,
Netherlands.
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11/2000 “Development of a Molecular Taxonomy of Small Blue Round-cell Tumors
using cDNA microarrays”
National Human Research Institutes, Annual Scientific Retreat, Airlie, Virginia,
USA

12/2000 “Development of a Molecular Taxonomy of Paediatric Malignancies using
cDNA microarrays”
United Kingdom Childhood Cancer Study Group Annual Scientific Retreat
London, UK.

1/2001 “Development of a Molecular Taxonomy of Pediatric Malignancies using
cDNA microarrays”
Hematology and Oncology, Children’s Hospital of Philadelphia, PA, USA

3/5/2001 “Diagnostic Classification of Cancers Using cDNA microarrays and Artificial
Neural Networks”
6™ Joint Meeting of the Board of Scientific Advisors and Board or Scientific
Counselors, NCI, NIH, Bethesda, MD, USA.

03/2001 “Large Scale Gene Expression Profiling in Cancer Research”
Educational Session, AACR 92" Annual Meeting. New Orleans, Louisiana, USA.

11/2001 “Classification and Diagnostic Prediction of Cancers using Gene Expression
Profiling and Artificial Neural Networks”
16™ Annual Meeting of the Society of Biological Therapy, Bethesda, MD, USA.

04/2002 “Classification and Diagnostic Prediction of Cancers using Gene Expression
Profiling and Artificial Neural Networks”
Annual Meeting of the Radiation Research Society, Reno, Nevada, USA.

04/2002 “Molecular Characterization of Cancers with Microarrays”
Children’s Oncology Group, Jacksonville, FL, USA

04/2002 “Classification and Diagnostic Prediction of Cancers using Gene Expression
Profiling and Artificial Neural Networks”
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Intl Conf. Diagnositic Imaging and Analysis, pp. 312-317, Shanghai, August 2002.
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Microarray Technology: The Anticipated Impact on the Study of Human Disease.
Biochimica et Biophysica Acta. 1423 M17-M28.

Khan, J.and Meltzer, P.S.
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Wei, J. S. and Khan, J. (2002)
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Book Chapter: Online analysis of microarray data using artificial neural networks.
Humana Press Inc. Microarray Data Analysis: Methods and Applications. Methods Mol
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