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2024 FASEB Conference: Mechanisms of RNA Decay, Portugal.
2024 McGill University, Montreal, Canada.

2023 The Hospital for Sick Children, Toronto, Canada.

2023 University of California at Riverside, U.S.A.

2022 Ohio State Center for RNA Biology, U.S.A.

2022 Moderna, U.S.A.

2022 Arrakis Therapeutics, U.S.A.

2022 FASEB Conference: Mechanisms of RNA Decay, U.S.A.

2022 Johns Hopkins University, U.S.A.

2021 Laboratory of Biochemistry and Molecular Biology, NCI, U.S.A.
2021 Free University Berlin, Germany.

2021 University of Minnesota, U.S.A.

2021 Ribometrix, U.S.A.

2021 University of California at San Francisco, U.S.A.

2021 Yale University, U.S.A.

2021 Laboratory of Epigenetics & Stem Cell Biology, NIEHS, U.S.A.
2020 Genetics Branch, NCI, U.S.A.

2019 University of Halle, Germany.

2019 Cell Symposia: Regulatory RNAs, Germany.

2018 FASEB Conference: Mechanisms of RNA Decay, U.S.A.

2016 FASEB Conference: Mechanisms of RNA Decay, Portugal.

LAB MEMBERS & MENTEES

Current (date shown is when joined the lab):

2024 Tanner Myers, Ph.D., Postdoctoral Fellow

2023 Claire Piczak, Postbac

2023 Anneli Corbett, Postbac

2023 Jade Witter, Postbac w/ iCURE Program

2022 Filip Pekovic, Ph.D., Postdoctoral Fellow

2021 David Turner, Ph.D., Postdoctoral Fellow

2019 Eric Simko, Ph.D., Postdoctoral Fellow

2017 Yevgen Levdansky, Ph.D., Postdoctoral Fellow

Alumni:

2021-2023 Leah Pitman (Graduate Student, Jan Lowe lab, MRC Laboratory of
Molecular Biology).

2023 Keiko Luke, Undergraduate Summer Intern, University of Maryland.



2021-2022

2020-2023

2020-2023

2019-2022

2021

Adrianna Hernandez, (Medical Student, University of Queensland,
Australia).

Khadija Rebbani, Ph.D. (Postdoctoral Fellow, Touati Benoukraf lab,
Memorial University of Newfoundland, Canada.)

Wataru Horikawa, Ph.D., (Staff Scientist, Daniel Kiss lab, Houston
Methodist Research Institute).

Joshua Corbo, (Graduate Student, Jeeyun Chung lab, Harvard
University).

llayda Sen, Undergraduate Summer Intern, Ohio State University.

(Co-mentored with Elisa Izaurralde at MPI Tubingen):

2015-2019

2016-2019

2016-2019

2014-2018
2014-2018

2014-2017

2018

2017

Sowndarya Muthukumar, Ph.D., (Postdoctoral Fellow, Cristian
Bellodi lab, Lund University, Sweden).

Chung-Te Chang, Ph.D., (Assistant Professor, National Yang-Ming
Chiao Tung University, Taiwan).

Ramona Weber, Ph.D., (Postdoctoral Fellow, Ataman Sendoel lab,
University of Zurich, Switzerland).

Tobias Raisch, Ph.D., (Project Group Leader, MPI Dortmund, Germany).
Stefan Grlner, Ph.D., (Associate Director, Pieris Pharmaceuticals,
Germany).

Daniel Peter, Ph.D., (Associate Principal Scientist, Boehringer
Ingelheim, Austria).

Michelle Noble, (Graduate Student, Matthias Hentze lab, EMBL,
Germany).

Felix Sandmeir, (Graduate Student, Elena Conti lab, MPI
Martinsried, Germany).
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